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Professional Address 
Department of Pathology  
Medical University of Vienna  
Währinger Gürtel 18-20, 1090 Vienna  
Phone: +43 (0)1 40400-22390 
Email: gerda.egger@meduniwien.ac.at 
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http://www.applied-diagnostics.at/molecular-pathology/ 
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Main areas of research 

My research interest lies in the field of medical epigenomics and cancer. Using different preclinical 
models, we are aiming to understand the causality of epigenetic aberrations in cancer, how epigenetic 
signatures are generated and how they can be reversed and remodeled. We have employed genome-
scale analyses to define targets of differential DNA methylation in primary tumors to define epigenetic 
biomarkers and to discover epigenetic drivers of tumorigenesis. Furthermore, as a main objective of 
the recently established Ludwig Boltzmann Institute Applied Diagnostics we have developed different 
organotypic 3D tissue culture models from primary patient material and genetic mouse models, which 
we use to perform functional molecular analyses and drug testing. I envision that we will be able to 
generate a living biobank of these models, which can be used for diverse clinical and biological 
research questions. I believe that epigenetic biomarkers, which are already used for the routine 
classification of brain tumors, will be highly useful also for other tumor entities and a main goal will 
be to establish these biomarkers for minimal invasive testing in liquid biopsies. 
 

Training and professional experience 

2016-present Deputy Director and Key Researcher, Ludwig Boltzmann Institute for Applied 
Diagnostics (LBI AD), (50% of time, in kind MedUni Vienna) 

2014-present Associate Professor, Clinical Institute of Pathology, Medical University of Vienna 
2012   Habilitation in “Tumor Biology” at the Medical University of Vienna 
2011-2014  Assistant Professor, Clinical Institute of Pathology, Medical University of Vienna 
2009-present Lecturer for Epigenetics at the University of Vienna 
2009-2011  Senior Postdoc, Clinical Institute of Pathology, Medical University of Vienna 



2008-2009 Maternity leave 
2008  Postdoctoral fellow with Lukas Kenner, Department of Pathology, Medical University 

of Vienna 
2007 Maternity leave 
2002-2007  Postdoctoral fellow with Peter Jones, Norris Comprehensive Cancer Center and 

Hospital, University of Southern California, Los Angeles 
1998-2001 Doctoral thesis, Department of Medical Biochemistry, University of Vienna, group 

Christian Seiser  
1996-1997 Master Thesis, Department of Medical Biochemistry, University of Vienna, group 

Christian Seiser  
 

Fellowships and Awards 

2002  Amersham Biosciences Award, 2002 
2002 – 2004  Max Kade Postdoctoral fellowship (OEAW) 
2009-20011  Elise Richter Female postdoctoral carrier development fellowship (FWF) 
2009-2011  Marie Curie FP7 International reintegration grant (EU, FP7) 
2012  Otto Kraupp Award for medical „Habilitation“ in Austria (2nd place) 

 

Skills and Experiences 

Languages  
German and English (fluent), Italian and French (basic) 

Clinical Duties 
2014-2016 Data analysis for prenatal screening for the Genetics Lab of the Department of 

Pathology, Medical University of Vienna  

Training for Medical Teaching 
2011  Medical Education an der Medizinischen Universität, MedUni Vienna 
2011 Clinical Teaching (Faculty Development Program Stanford University), MedUni 

Vienna 
2011  Medical English: Lectures and Presentations, MedUni Vienna 
2011 Transfer of Learning: Lessons for Effective Teaching and Basic Science, MedUni 

Vienna  
2011  Student Assessment: What works, What doesn`t , MedUni Vienna 
2011  Team-based Learning, MedUni Vienna  
2011  The Art of Lecturing: Intensive course on scientific presentation, MedUni Vienna 

Human Resources Development Seminars 
2019 Leadership Profile, Assessment and Coaching, Munich Center for Leadership GmbH 

Berliner Str. 18a | 80805 München 
2017 §26 und §27-Projekte Teil 1: Bedeutung, rechtliche und personelle 

Rahmenbedingungen von Drittmittelprojekten, MedUni Vienna 
2017 Leadership Workshop, LBG, Waidhofen/Ybbs, 31.01. – 02.02.2017  
2014  Biometrie I: Beschreibung und Visualisierung medizinischer Daten, MedUni Vienna 



2014 Biometrie II: Statistische Tests und Lebensdaueranalyse bei medizinischen 
Fragestellungen, MedUni Vienna  

2013  Projektmanagement, MedUni Vienna  
2012  Arbeitsrecht für NachwuchswissenschafterInnen, MedUni Vienna  
2012 §§ 26 und 27-Projekte: Rahmenbedingungen, Grundlagen und Prozesse bei der 

Abwicklung von Drittmittelprojekten für allgemeines Personal, MedUni Vienna  
2012  eLearning mit MOODLE, MedUni Vienna  

 

Teaching 

For details please refer to chapter “Teaching Summary” 

 
Conferences  

Invited talks (10 most important)   
§ AGRR 2019 Annual Meeting, Pamhagen, Austria, 12-13.09.2019, Plenary talk. 
§ Genetics, Personalized Genomics & Epigenetics Conference, Manama, Bachrain, March 17-18, 

2018 (Keynote speaker) 
§ CCC-TRIO – Translational Research & Immuno-Oncology, 6. & 7. April 2018, Kahlenberg 2-3, 

1190 Vienna  
§ Department Seminar, “Development of preclinical models and identification of tumor 

biomarkers”, Institute of Pharmacology and Toxicology, 12. June 2018, VetmedUni Vienna  
§ International Workshop on Epigenetics and microRNAs in Cancer, Keio University, Tokyo, 

Japan March 11, 2016  
§ 6th ERIA Meeting, “Chromatin modifiers and their impact on ALK dependent 

lymphomagenesis”, 25-26. June 2015, Vienna  
§ Epigenetics of Anaplastic large cell lymphoma- oncogene driven alterations in the tumor 

epigenome, 24. November 2014 CEITEC, Brno, CZ  
§ 5th ERIA Meeting, “The DNA methylation signature of primary ALK+ ALCL”, 20-21. June 2014, 

Monza, Italy  
§ Workshop on Epigenetics, Society and Gender, University of Vienna, June 22, 2012 (Keynote 

lecture) 
§ Cancer Epigenetics: DNA Methylation and Chromatin Remodeling, Cancer Symposium, Seoul 

National University College of Medicine, Korea, September 26, 2003  

Poster presentations 
§ >30 posters at international and national meetings related to epigenetics and cancer research 

including Gordon Research Conferences, AACR meetings, Welcome Trust Scientific meetings, 
Keystone Symposia, AMP global, ÖGMBT Annual meetings, LBG Meeting for Health Sciences. 

Conference Organization 

§ 10th ERIA Meeting and ALKATRAS IP and Clinical Trials Workshop Vienna, July 3-5 2019 (Co-
organizer and chair) 

§ 1st Donau Symposium on applied diagnostics for effective cancer treatment, Vienna, Austria 
September 28-30, 2016. (Organizing committee member and chair) 



§ 7th ERIA Meeting and ALKATRAS Epigenetics workshop Vienna, September 25-28 2016. (Co-
organizer and speaker) 

§ 6th ÖGMBT Annual Meeting, Vienna 15-18. September 2014, Member of the Scientific 
Committee 

 
Other relevant activities 

§ Journal review activities for Biochimie, PLoS One, Clinical Epigenetics, Biochemistry and Cell 
Biology, Recent Patents on anti-cancer drug discovery, Genes, Biomarker Research, Breast 
Care, Cancer Science, Cell Proliferation, Molecular Cancer, Tumor Biology, Pharmaceuticals, 
PeerJ, Journal of the American Society of Nephrology, Leukemia, Epigenomics, American 
Journal of Hematology, Cell Reports, Cell Death & Differentiation, npg Genomic Medicine, 
Molecular Medicine, Molecular Oncology, Cells, Theranostics 

§ Project reviews for the Dutch Science Fund (NWO), the Association for International Cancer 
Research (AICR) the INSERM, Prostate Cancer UK and the European Commission under the 
H2020 Marie Skłodowska-Curie Actions. 

§ Editorial board member for Cells (MDPI), Guest editor for Biochimie, Cells and Biomolecules 

 
Professional Memberships 

§ ÖGMBT, Österreichische Gesellschaft für Molekulare Biowissenschaften und Biotechnologie 
(present member) 

§ ÖPPM, Austrian Platform for Personalized Medicine, (present member) 
§ AACR, American Association for Cancer Research (past member) 

 

International cooperation partners 

§ Andrea Alimonti, Institute of Oncology Research, Bellinzona, Switzerland 
§ Suzanne Turner, University of Cambridge, United Kingdom 
§ Paola B Arimondo, CNRS-Pierre Fabre, Toulouse, France 
§ Zbynek Zdrahal, CEITEC, Central European Institute of Technology, Brno, Czech Republic 
§ Stephan Mathas, Charité Berlin, Germany 
§ Yoshimasa Saito, Keio University, Tokyo, Japan 

 

National cooperation partners (current projects) 

§ Christian Seiser, MedUni Vienna 
§ Wilfried Ellmeier, Meduni Vienna 
§ Michael Bergmann, MedUni Vienna 
§ Shahrokh Shariat, MedUni Vienna 
§ Lukas Kenner, MedUni Vienna 
§ Helmut Dolznig, MedUni Vienna 
§ Jürgen Pollheimer, MedUni Vienna 
§ Christoph Bock, CeMM, Vienna 
§ Stefan Kubicek, CeMM, Vienna 



§ Andreas Weinhäusel, AIT, Vienna 
§ Markus Hartl, MFPL, Vienna 
§ Bon-Kyoung Koo, IMBA, Vienna 
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